. LEFT: Representative molecular structure of a poly (ethylene glycol) crosslinked hydrogel. The subscripts n, m and x represent the molecular weight of the poly(ethylene glycol) tethered chain, the methacrylate backbone of one chain, and the methacrylate backbone of a secondary chain joined by the crosslinker, respectively. RIGHT: Idealized representative model of a poly (ethylene glycol) crosslinked hydrogel.
. LEFT: Representative molecular structure of a poly (ethylene glycol) crosslinked hydrogel. The subscripts n, m and x represent the molecular weight of the poly(ethylene glycol) tethered chain, the methacrylate backbone of one chain, and the methacrylate backbone of a secondary chain joined by the crosslinker, respectively. RIGHT: Idealized representative model of a poly (ethylene glycol) crosslinked hydrogel. 96h 144h Figure S4 . Dissolution of a lysozyme crystal grown in 9% (w/w) PEG-hydrogel by lowering the saturation. A) Shows the crystal still within a block of gel. In B) the crystal has been extracted and cleaned. From C) to E) the dissolution is observed. Last picture, F), shows the gel mask initially incorporated in the crystal. Figure S5 . Shown signal to noise ratio as a function of the resolution of X-ray data collected from lysozyme crystals grown in 10% (w/w) PEG-hydrogel (blue) and in 0.2% (w/v) agarose (black) gel using the 3L counterdiffusion configuration. Table S1 . Slopes and confidence interval correspoding to the linear curve fit of data shown in figure 6 .B, front position vs sqrt(t). 
